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Description:
The URGI platform is hosted by the URGI INRA research unit. The platform belongs
to the « Institut Francais de Bioinformatique « (IFB) the french node of Elixir , the
european network of bioinformatics platforms. Platform services cover database
design, software engineering, software hosting, data integration and training.
The platform activity is closely related to URGI research activity (data integration,
repeat annotation, genome structure and dynamics). The platform develops and
maintains a modular and interoperable information system ( GnplS ) for plant
e ' o and pest genomics to enable scientists to mine genomic and genetic data.The
. .’ . platform has a strong expertise in developing pipelines dedicated to genome
analyses and particularly to annotate and study the role of transposable elements
Se - o e in genome dynamics and evolution.
%olE o o The areas of competence and expertise of the platform members are mainly
g focused on:
i
- Development of analysis pipelines (Python)
eyt - Interface development (Java J2EE)
Ze > o °
Zi e 5 - Databases (PostgreSQL, MySQL) and NoSQL technologies (ElasticSearch, SolR)
z > - Genome analysis (structure and dynamics) : Repeat annotation (specifically
transposable elements), Gene Annotation (structural and functional), RNA-Seq
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Expertise in epigenetics:

We are internationally recognized experts in transposable element annotation and their analysis. We have been
involved in more than 40 genome annotations in the frame of international sequencing consortia. We studied
transposable element epigenetic requlation and epigenetic impact on genes for years, through small RNAs and
related epigenetic marks. We developed methods and pipelines for these analysis that leads to number of scientific

publications in high impact journals.

Tools/Instruments/Equipments to analyze chromatin and

epigenetic modifications:

- Repeats and transposable element annotation and analysis
pipelines (the REPET package)

- Galaxy server with standard NGS tools (bwa, bowtie, tophat,
samtools, bedtools, s-mart, MACS, ...)

- Large computing resources for data analysis on HPC cluster

- GnplS information system for genetic and genomic data. Includes
in-house development and links with intermines, genome
browsers, search tools, ...

Techniques/services available to analyze chromatin and

epigenetic modifications:

- Repeat and transposable element genome annotation

- Computing resources for big data analysis and management
(training, consulting, monitoring, access, ...)

- Databasing and data integration

Unique selling points in epigenetics:

- Internationally recognized expertise in transposable element
annotation and analysis. Involved in more than 40 genome
annotations in the frame of international sequencing consortia.

- Study of transposable element epigenetic requlation, related
epigenetic marks, and epigenetic impact on genes.
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Transposable element annotation pipelines

HPC cluster

Galaxy server

sssssss

ousER
o nEw
® RELEASE NOTES
P\y rphism
© DATA SUBMISSION
o aRRAYS
* GENOMES Phenotypes
o TAONS ADVANCEDTOOLS

© GENETIC HAPS

tttttttttt

* POLYMORPHSHS

o PHENOTYPES £

® GENETIC RESOURCES Arrays
PLANT STNTENY B

eeeeeeeeeeeeee

Gnpls: Information system for genomic and
genetic data



If you want more information
or to be included in this book, please contact
alice.bousselet@aviesan.fr
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